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1. Introduction
Extended-spectrum beta-lactamases (ESBLs) are enzymes 
produced by bacteria that can degrade and confer resistance 
to some of the most commonly used antibiotics including 
penicillins, cephalosporins, and monobactams. Infections 
by ESBL-producing Enterobacteriaceae (ESBL-E) remain 
a great health concern in hospitals and long-term care 
facilities. Associated infectious syndromes include 
mainly urinary tract, bloodstream, and intraabdominal 
infections, and they may be serious enough to warrant 
hospitalization. Furthermore, infection or colonization of 
residents in long-term care facilities by ESBL-producing 
organisms may provide a means for the dissemination of 
ESBLs between hospitals and the community (1).

Colonization of the gastrointestinal tract plays a 
key role in the epidemiology and clinical significance 
of ESBL-producing bacteria. Intestinal colonization 
is demonstrated in most of the infections caused by 
these bacteria (2). Considering the probable increase in 
infections with ESBL-producing bacteria in patients who 

are already carriers of these bacteria, recent studies on 
the rates of carriage in the community and the relation 
between carriage and infections are attracting attention. 
While rates of 1%–8% carriage in healthy populations 
were reported in various European countries between 
2003 and 2007, the rates were found to be increasing over 
time (2–4). On the other hand, up to 50%–60% rates of 
carriage were reported from countries in Asia and Africa 
such as Egypt (5) and China (6). When ESBL carriage was 
evaluated for travelers, rates were found to be low for those 
who had traveled to Europe (3%), while they were higher 
for people who had traveled to India, Egypt, and Thailand 
(36%) (7). The fecal carriage of ESBL-producing bacteria 
in Turkey has not been thoroughly investigated; among 
the few studies conducted (8–11), one reported a rate of 
18.7% in İstanbul (12).

The purpose of this study was to investigate the 
prevalence and predisposing factors of fecal carriage of 
ESBL-E in the community in Zonguldak, Turkey, and to 
determine the enzyme types associated with carriage. 

Background/aim: The aim of this study was to determine the prevalence of fecal carriage of extended-spectrum beta-lactamase (ESBL)-
producing bacteria, enzyme types, and risk factors affecting colonization.

Materials and methods: A total of 576 stool samples from outpatients were examined between October 2012 and May 2013. Screening 
was done with selective EMB plates. ESBL were detected by double-disk synergy and confirmed agar strip gradient methods. Enzyme 
types were determined by PCR.

Results: The prevalence of fecal carriage was found as 30% (173 of 576). Recent use of antibiotics, hospitalization and surgical operation, 
diabetes, crowded household populations, and old age were associated with higher carriage rates. Of the ESBL-producing bacteria, 
87.5% were positive for blaCTX-M genes. Of the blaCTX-M gene-positive isolates, 95.2% were positive for blaCTX-M-1 genes; among these, 
82.2% were positive for blaCTX-M-3 and 67.7% were positive for blaCTX-M-15 genes while 62.5% isolates were positive for both blaCTX-M-3 and 
blaCTX-M-15 genes

Conclusions: A high rate (30%) of fecal carriage of ESBL bacteria was found in an adult population. The predominant beta-lactamase 
enzyme types were CTX-M-3 and CTX-M-15.
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2. Materials and methods
2.1. Patients and isolates
The study was performed from October 2012 to May 
2013 at Bülent Ecevit University Hospital, Zonguldak, 
Turkey. Ethical approval for the study was obtained 
from the research ethics committee of the university. A 
total of 576 fecal samples were studied from individuals 
attending the routine check-up clinic. The demographic 
data of the patients, including age, sex, educational level, 
antibiotic usage in the past 3 months, urinary infection in 
the past 6 months, hospitalization, household population, 
keeping pets at home or feeding animals in the garden, 
and frequency of eating chicken, were collected through 
a questionnaire. 

Fecal samples (approximately 0.1 g) were spread on two 
EMB agar plates (HiMedia, India), one supplemented with 
2 µg/mL cefotaxime and the other supplemented with 2 µg/
mL ceftazidime (13). Plates were incubated in ambient air 
at 35 °C for a minimum of 24 h before initial examination. 
Plates demonstrating no growth in primary examination 
were incubated for another 24 h. Samples yielding 
bacteria that grew on EMB agar plates were identified by 
conventional methods and by BBL Crystal Identification 
Systems E/NF (Becton Dickinson, USA) when necessary 
and they were initially identified as “suggestive of ESBL”. 
Antimicrobial susceptibility was determined by the disk 
diffusion test in accordance with guidelines from the 
Clinical Laboratory Standards Institute (14). Double 
disk synergy test and agar strip gradient methods were 
performed to confirm ESBL production (Liofilchem, 
Italy). An eightfold difference between the minimal 
inhibitory concentrations of cefotaxime/ceftazidime and 
cefotaxime/ceftazidime + clavulanic acid was considered 
as ESBL positivity (14). E. coli strain ATCC 25922 and K. 
pneumoniae strain ATCC 700603 were used as negative 

and positive controls, respectively, for the quality control 
studies.
2.2. Molecular studies
DNA isolation was performed by a commercial DNA 
extraction kit (Thermo Scientific Gene JET Genomic). The 
PCR mixture was as follows: 25 µL of 2X mix solution, 1 µL 
of primer R, 1 µL of primer F, 0.5 µL of Taq polymerase, 0.5 
µL of DNA, and 17.5 µL of distilled water. The primers used 
and the size of the expected DNA products for each enzyme 
group are shown in Table 1. 

The amplification products were run on 2% agarose gel 
electrophoresis in 1X TBE buffer and visualized by the Gel 
Doc UV system (Bio-Rad, Italy). 
2.3. Statistical analysis
Statistical analyses were performed with SPSS 18.0 
(SPSS Inc., Chicago, IL, USA). Distribution of data was 
determined by Shapiro–Wilks test. Continuous variables 
were compared with the Mann–Whitney U test for two 
groups and categorical variables were compared using the 
Pearson chi-square test or Yates correction chi-square test. 
P < 0.05 was considered statistically significant for all tests.

3. Results
Bacterial isolates other than E. coli and K. pneumoniae 
that grew on the EMB agar were disregarded. Of the 576 
stool samples tested, 173 (30%) yielded ESBL-producing 
organisms with a total of 192 ESBL-producing isolates 
on cultures. E. coli was the predominant ESBL-producing 
organism. Among the carriers, 51.2% were males and 48.8% 
were females. The mean age among the carriers was 44 ± 
15.8 years, with a mean of 43.8 in males and 44.3 in females. 

The susceptibility results for the isolates are summarized 
in Table 2. Carbapenems (imipenem and meropenem) and 
amikacin were the most active antibiotics against the ESBL-
producing organisms. 

Table 1. The primers and the size of the expected DNA products for each enzyme group.

Enzyme Forward Reverse bp

CTX-M group 5’-TTTGCGATGTGCAGTACCAGTAA-3’ 5’-CGATATCGTTGGTGGTGCCATA-3’ 544 (18)
CTX-M-1 group 5’-AAAAATCACTGCGCCAGTTC-3’ 5’-AGCTTATTCATCGCCACGTT-3’ 415 (19)
CTX-M-2 group 5’-CGACGCTACCCCTGCTATT-3’ 5’-CCAGCGTCAGATTTTTCAGG-3’ 552 (19)
CTX-M-8 group 5’-TCGCGTTAAGCGGATGATGC-3’ 5’-AACCCACGATGTGGGTAGC-3’ 666 (19)
CTX-M-9 group 5’-CAAAGAGAGTGCAACGGATG-3’ 5’-ATTGGAAAGCGTTCATCACC-3’ 205 (19)
CTX-M-25 group 5’-GCACGATGACATTCGGG-3’ 5’-AACCCACGATGTGGGTAGC-3’ 327 (19)
CTX-M-3 5’-CGTCACGCTGTTGTTAGGAA-3’ 5’-ACGGCTTTCTGCCTTAGGTT-3’ 780 (20)
CTX-M-15 5’-CACACGTGGAATTTAGGGACT-3’ 5’-GCCGTCTAAGGCGATAAACA-3’ 996 (21)
TEM group 5’-ATGAGTATTCAACATTTCCG-3’ 5’-CTGACAGTTACCATTGCTTA-3’ 1075 (22)
SHV group 5’-GGGTTATTCTTATTTGTCGC-3’ 5’-TTAGCGTTGCCAGTGCTC-3’ 930 (22)
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Statistical evaluation of the questionnaire and the 
carriage rates revealed that use of antibiotics in the past 
3 months (P = 0.027), hospitalization (P = 0.022) and 
undergoing a surgical operation (P = 0.005) in the last 6 
months, diabetes mellitus (P = 0.048), having a household 
population of more than three persons (P = 0.049), and 
age greater than 60 (P = 0.033) were associated with higher 
ESBL carriage rates while higher education (university 
graduate) was related to lower rates of carriage (P = 0.004). 
No statistically significant difference was found in carriage 
rates in different sexes (P = 0.820) and no significant 
association was demonstrated for urinary tract infection 
in the past 6 months, use of antacids and proton-pump 
inhibitors, chronic disease other than diabetes mellitus, 
keeping pets at home or in the garden, and frequency of 
eating chicken (Table 3). 

Of the 192 ESBL-producing bacteria, 168 (87.5%) 
yielded CTX-M group enzymes while 144 (75%) and 11 
(5.7%) had TEM and SHV group enzymes, respectively 
(Figure 1). Of the 168 CTX-M group enzymes, 160 (95.2%) 
belonged to the CTX-M-1 group; among these 160 CTX-
M-1-positive isolates, 158 yielded CTX-M-3 and 130 
yielded CTX-M-15 enzymes while 120 isolates had both 

CTX-M-3 and CTX-M-15 (Figure 2). Eight isolates were 
negative for CTX-M-1, of which four had CTX-M-9, two 
had CTX-M-2, and one had both CTX-M-9 and CTX-M-2 
(Figure 3). None of the five enzyme groups was found for 
one isolate with a positive CTX-M group PCR result. The 
distribution of the enzyme types with respect to bacterial 
species is shown in Table 4. 

4. Discussion
Colonization of the gastrointestinal tract with ESBL-E plays 
a key role in the epidemiology and clinical significance of 
infections with these bacteria. Intestinal colonization is 
demonstrated in most people infected by these bacteria. 
The rate of fecal carriage of ESBL-producing bacteria 
was found as 30% in the present study. There is a limited 
number of studies evaluating fecal carriage of ESBL in 
Turkey, which has land in both Asia and Europe. Of the 
few studies, two reported carriage rates of 3% (8) and 
15% (9) in two cities in Central Anatolia, while studies 
conducted in İstanbul yielded rates of 14%–21.3% (10–12). 
Considering the geographic status of the country being 
like a bridge between Asia and Europe, the rates reported 
until recently are lower than the ones from Asia and Africa 
while they are higher than those from Europe. 

The global dissemination of the CTX-M beta-
lactamases since the mid-1990s is a challenging issue. 
Unlike the TEM and SHV variants, CTX-M-producing 
isolates, particularly urinary isolates of Escherichia coli, 
are increasingly recovered from patients with community-
onset infections and from populations with minimal 
healthcare risks (15). A multicenter study performed 
between 1999 and 2006 indicated CTX-M-15 as the 
predominant enzyme worldwide, including most of the 
European countries, Middle Eastern countries, North 
America, Canada, and Turkey (16). However, CTX-M-9 
and CTX-M-14 were reported to be exceptionally endemic 
in Spain (13,16). CTX-M-2 was found to be the most 
common ESBL enzyme type in France in 2006 (3), while 
the most common types were the CTX-M-1 group and 
TEM-52 in the Netherlands (17), the CTX-M-1 group 
in the Czech Republic (4), and CTX-M-14 in China 
(18). The limited number of reports from Turkey found 
the CTX-M group as the most predominant enzyme 
group (10,12), in concordance with the present results, 
which revealed the CTX-M group of enzymes in 168 of 
the total 192 isolates (87.5%), CTX-M-3 (a member of 
the CTX-M-1 group) being the most frequent among 
these isolates (82.3%). Another member of the CTX-M-1 
group, CTX-M-15, which was previously reported to be 
the most common type from our country, was found to be 
the second most predominant enzyme type in the present 
study (67.7%, 130/192). The coexistence of CTX-M-3 and 
CTX-M-15 was observed for a total of 120 isolates (62.5%). 

Table 2. The susceptibility profiles of the ESBL-producing 
organisms.

Antimicrobial Susceptible, n (%)

Amikacin 183 (95.3)
Ampicillin 2 (1.0)
Amoxicillin-clavulanic acid 88 (45.8)
Aztreonam 72 (37.5)
Ertapenem 188 (97.9)
Imipenem 191 (99.5)
Meropenem 191 (99.5)
Ciprofloxacin 120 (62.5)
Levofloxacin 133 (69.3)
Piperacillin 1 (0.5)
Piperacillin-tazobactam 116 (60.4)
Ceftazidime 105 (54.7)
Cefoxitin 164 (85.4)
Ceftriaxone 5 (2.6)
Cefotaxime 7 (3.6)
Cefepime 116 (60.4)
Cefuroxime 0
Trimethoprim-sulfamethoxazole 96 (50.0)
Gentamicin 139 (72.4)
Tobramycin 136 (70.8)
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Coexistence of more than two enzymes in the same isolate 
was reported before but coexistence of more than one 
CTX-M enzyme type was not reported in the literature. 
This coexistence was also observed in another study that 
evaluated ESBL fecal carriage of children aged between 
0 and 15 years (unpublished data). Lee et al. reported K. 
pneumoniae isolates that harbored two different SHV-type 
beta-lactamases genes bounded by an insertion sequence 
in a single transferable plasmid (19). We planned an 

investigation of our isolates to evaluate whether a similar 
situation existed or not.

Community-acquired ESBL-E-associated infections 
typically affect patients with various complicating 
factors. A case-control study demonstrated risk factors 
for community-acquired infection by ESBL-producing 
E. coli, including female sex, increased age, diabetes 
mellitus, recurrent urinary tract infections, previous 
instrumentation of the urinary tract, follow-up in 

Table 3. Risk factors for ESBL carriage.

Risk factors
ESBL carriers ESBL noncarriers

P-value
n = 173 n = 403

Antibiotic intake 44.6 34.8 0.027
Urinary infection 13.1 9.8 0.247
Hospitalization 22 14.2 0.022
Operation 14.3 6.9 0.005
Chronic diseases 42.3 40.4 0,682
Diabetes mellitus 12.5 37.4 0.048
Ulcerative bowel disease 3.6 6.9 0.184
PPI usage 48.0 40.1 0.212
Feeding animal 32.7 29.7 0.277
Eating chicken 89 92.3 0.277

Figure 1. CTX-M, TEM, and SHV group enzymes in agarose gel electrophoresis. PK1: 
CTX-M group positive control, NK1: CTX-M group negative control, 1–2: CTX-M 
group enzymes in our isolates (544 bp), PK2: SHV group positive control, NK2: SHV 
group negative control, 3–4: SHV group enzymes in our isolates (930 bp), PK3: TEM 
group positive control, NK3: TEM group negative control, 5–6: TEM group enzymes in 
our isolates (1075 bp), Bç: marker, 50–1000 bp DNA ladder.
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outpatient clinics, and previous usage of various antibiotics. 
In agreement with that study, use of antibiotics in the past 
3 months was indicated as a risk factor for ESBL carriage in 

the present study. Age greater than 65 was represented as 
one of the risk factors for ESBL carriage in previous studies 
(16,20,21). Likewise, among the population included in our 

Figure 2. CTX-M-15 and CTX-M-3 group enzymes in agarose gel electrophoresis. 
PK1: CTX-M-3 group positive control, NK1: CTX-M-3 group negative control, 1–4: 
CTX-M-3 group enzymes in our isolates (780 bp), PK2: CTX-M-15 group positive 
control, NK2: CTX-M-15 group negative control, 5–9: CTX-M-15 group enzymes in 
our isolates (996 bp), M: marker, 50–1000 bp DNA ladder.

Figure 3. CTX-M-1, CTX-M-2, and CTX-M-9 group enzymes in agarose gel 
electrophoresis. PK1: CTX-M-1 group positive control, NK1: CTX-M-1 group negative 
control, 1–3: CTX-M-1 group enzymes in our isolates (415 bp), NK2: CTX-M-2 
group negative control, 4–5: CTX-M-2 group enzymes in our isolates (552 bp), NK3: 
CTX-M-9 group negative control, 6–8: CTX-M-9 group enzymes in our isolates (205 
bp), M: marker, 50–1000 bp DNA ladder.
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study, which had an average age of 44 ± 15.8, age older than 
60 was significantly associated with higher rates of carriage. 
There are variable results in different studies about the 
association of sex and the rates of carriage; some reported 
higher rates in females while others reported it in males 
(16,20). There was no statistically significant difference in 
rates of different sexes in the present study (P = 0.820).

A study by Friedmann et al. showed that the rate of 
rectal carriage of ESBL-E bacteria at hospital admission 
was 8%; the rate of nosocomial acquisition of these bacteria 
increased with extended duration of hospitalization, 
doubling to 17% by day 4 or 5 after admission and gradually 
increasing up to 33% after 10 or more days of hospitalization 
(21). Another study demonstrated that the patients in 
intensive care units were colonized after an average of 
7 days of stay in the ICU (2–14 days) (22). Colonization 
during hospital stay leads to the transfer of the ESBL-E to 
the community after discharge from the hospital. Research 
on the ongoing colonization time after hospital discharge is 
limited and an average of 4–7.5 months is reported (23,24); 
however, up to 59 months has been reported (25). In our 
study, carriage rates were found to be significantly higher 
in those who were hospitalized in the past 6 months. Apart 
from hospitalization, undergoing a surgical operation was 
reported to increase ESBL colonization (26). Similarly, in 
the present study, undergoing a surgical operation in the 
past 6 months was significantly related to increased ESBL 
carriage rates. 

E. coli is the causative agent of more than 80% of 
community-acquired urinary tract infections, which 
usually result from contamination of the urethra by 
gastrointestinal bacteria. Fecal colonization of ESBL 
bacteria in the community has been linked to the increase 
in infections caused by these bacteria (27). On the other 
hand, urinary tract infection has been defined as an 
independent risk factor for ESBL fecal carriage (28). 
However, there are also reports indicating no link between 
urinary tract infection and urinary catheterization and 
fecal ESBL carriage (13). In the present study, we could not 
demonstrate a significant association between urinary tract 
infection and carriage. 

Chronic diseases, particularly diabetes mellitus, 
were accused of being risk factors for increased ESBL 

carriage (12,13,29). Urinary tract infections are also 
more frequent in diabetic patients; female diabetic 
patients are reported to have fivefold and threefold more 
pyelonephritis and asymptomatic bacteriuria, respectively. 
It was also determined that 26% of the diabetic patients 
with asymptomatic bacteriuria had urethral colonization 
with the same bacteria for at least 6 months (30). 
Some researchers noted that diabetic patients had 
more likelihood to have infections with more resistant 
uropathogens (31). In concordance with most of these 
reports, we found higher ESBL carriage rates in patients 
with diabetes mellitus. 

High rates of ESBL-producing E. coli carriage are 
reported in various animals. A study conducted in Hong 
Kong in 2011 revealed rates of 58.5% in chickens, 32.9% 
in cattle, 63.6% in swine, 13.3% in cats, and 14.7% in dogs 
(32). Keeping pets at home was accused of causing up to 
sevenfold increase in the carriage rates (33). There are also 
reports, in contrast, reporting no significant increase in 
carriage in those who have contact with animals or who 
keep pets (3,13). We could not demonstrate a significant 
association between keeping pets and ESBL carriage rates 
(P = 0.277). Determination of the same ESBL genes and 
plasmids in patients, in chickens, and in other fowls led 
to the idea that ESBL could be transferred from fowls to 
people via the food chain. In their study conducted in 
2011 in the Netherlands, Hall et al. reported ESBL carriage 
rates of 35% in the population and 49% in chickens 
and noted that 19% of the isolates obtained from both 
humans and chickens were ESBL-producing E. coli with 
common genetic properties (17). On the other hand, 
a study including vegetarians revealed similar rates of 
colonization in those who were not vegetarians (34). 
In addition, carriage was found high in children with 
malnutrition in India and Africa, suggesting that carriage 
was not only related to food intake but also to water and 
various environmental conditions (35,36). We could not 
demonstrate a significant relation between the habit of 
eating chicken and ESBL carriage in the present study. 

It has been stated that the rate of carriage is higher 
when the family has a low socioeconomic profile and the 
head of the family is unemployed. Poverty was identified 
as the main factor affecting this rate and higher carriage 

Table 4. Distribution of enzyme types with respect to bacterial species.

Bacterial species n (%) CTX-M group CTX-M-1 group CTX-M-15 CTX-M-3 TEM SHV

E. coli 174 (90.6) 154 147 118 145 131 5
K. pneumoniae 17 (8.9) 14 13 11 13 13 6
K. oxytoca 1 (0.5) 0 0 0 0 0 0
Total 192 168 160 130 158 144 11
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rates have been observed in people with low or moderate 
incomes. Poor health and sanitation conditions were set 
forth to increase the spread of ESBL by fecal-oral route 
and compliance with the rules of hygiene was suggested 
to be worth investigation (37). In a study in India, the 
ESBL fecal carriage rate was high in people with high 
levels of education and this situation was thought to be 
associated with the fact that it was easier for these people 
to obtain antibiotics (38). In our study, the carriage rates in 
university graduates were determined to be significantly 
lower. With the increase in community-acquired 
infections with ESBL-producing bacteria, intrafamilial 
spread between in-house contacts has been suggested 
(13,29,39). Furthermore, there are reports indicating 
significant differences in rates of carriage in children 
living with parents who are CTX-M carriers and those 
who are not CTX-M carriers (40). In our study, having 
a household population of more than three persons was 
found to be significantly associated with higher fecal 
carriage. 

In conclusion, a 30% fecal carriage rate of ESBL 
bacteria in the adult population was found in the present 

study, the predominant beta-lactamase enzyme types 
being CTX-M-3 and CTX-M-15. Use of antibiotics in the 
past 3 months, hospitalization and undergoing a surgical 
operation in the past 6 months, diabetes mellitus, having 
a household population of more than three persons, 
and age greater than 60 were associated with higher 
ESBL carriage rates. The carriage of resistant bacteria is 
a significant challenge for public health and clinicians, 
clinical microbiologists, and general practitioners 
must keep in mind that ESBL-producing bacteria have 
reached high levels not only in hospital settings but 
also in the community. Awareness should be raised in 
the community about the means of distribution of and 
possible results of infection with resistant bacteria. 

Acknowledgments
This study was funded by the Bülent Ecevit University 
Scientific Research Fund (project number: 2012.20.00.17). 
We thank the technical staff of the laboratory for their help 
with the media preparation and bacterial identification, 
and we also thank Eldan Subaşı for her help with the PCR 
reactions.

References

1. Falagas ME, Karageorgopoulos DE. Extended-spectrum beta-
lactamase-producing organisms. J Hospital Infect 2009; 73: 
345-354.

2. Valverde A, Coque TM, Sánchez-Moreno MP, Rollán A, 
Baquero F, Cantón R. Dramatic increase in prevalence of fecal 
carriage of extended-spectrum beta-lactamase-producing 
Enterobacteriaceae during nonoutbreak situations in Spain. 
JCM 2004; 42: 4769-4775.

3. Woerther PL, Angebault C, Lescat M, Ruppé E, Skurnik D, El 
Mniai AE,  Clermont O,  Jacquier H,  Da Costa A, Renard M 
et al. Emergence and dissemination of extended-spectrum 
beta lactamase producing Escherichia coli in the community: 
lessons from the study of a remote and controlled population. J 
Infect Dis 2010; 202: 515-523.

4. Husickova V, Cekanova L, Chroma M, Htoutou-Sedlakova I, 
Hricova K, Kolar M. Carriage of ESBL- and AmpC-positive 
Enterobacteriaceae in the gastrointestinal tract of community 
subjects and hospitalized patients in the Czech Republic. 
Biomed Pap Med Fac Univ Palacky Olomouc Czech Repub 
2012; 156: 348-353.

5. Abdul Rahman EM, El-Sherif RH. High rates of intestinal 
colonization with extended-spectrum lactamase-producing 
Enterobacteriaceae among healthy individuals. J Investig Med 
2011; 59: 1284-1286.

6. Zheng H, Zeng Z, Chen S, Liu Y, Yao Q, Deng Y, Chen X, Lu 
L, Zhuo C, Chen Z et al. Prevalence and characterisation of 
CTX-M β-lactamases amongst Escherichia coli isolates from 
healthy food animals in China. Int J Antimicrob Agents 2012; 
39: 305-310. 

7. Tham J, Odenholt I, Walder M, Brolund A, Ahl J, Melander E. 
Extended-spectrum beta-lactamase-producing Escherichia coli in 
patients with travellers’ diarrhoea. Scand J Infect Dis 2010; 42: 
275-280.

8. Aksoy A, Göçmen S, Kaçmaz B, Canver S. İnsan ve sığırlardan 
izole edilen fekal E.coli suşlarında antibiyotik direnç ve genişlemiş 
spektrumlu beta-laktamaz üretimi. ANKEM Dergisi 2005; 19: 
130-134 (in Turkish).

9. Kurt Azap Ö, Arslan H, Karaman SÖ, Togan T. Risk factors for 
fecal carriage of extended spectrum beta-lactamase producing 
Escherichia coli and Klebsiella spp. in the community. Turk J Med 
Sci 2007; 37: 31-38.

10. Ünver D, Küçükbasmacı Ö. Salgın dışı durumlarda dışkıda 
genişlemiş spektrumlu beta-laktamaz üreten Enterobacteriaceae 
üyelerinin prevalansının saptanması. Türk Mikrobiyoloji 
Cemiyeti Dergisi 2008; 38: 126-131 (in Turkish).

11. Küçükbasmacı Ö. Dışkıda genişlemiş spektrumlu beta-laktamaz 
üreten Enterobacteriaceae üyelerinin prevalansının araştırılması. 
Türk Mikrobiyoloji Cemiyeti Dergisi 2009; 39: 85-88 (in Turkish).

12. Tigen ET. Identification of patients at risk to develop a 
genitourinary infection and/or colonization caused by extended 
spectrum beta-lactamase (ESBL) producing Enterobacteriaceae: 
a multicenter observational study in patients undergoing 
transrectal needle biopsy of the prostate (TNBP). PhD, Marmara 
University, İstanbul, Turkey, 2010.

13. Bano JR, Cerero LL, Navarro MD, Alba PD, Pascual A. Faecal 
carriage of extended-spectrum beta-lactamase-producing 
Escherichia coli: prevalence, risk factors and molecular 
epidemiology. J Antimicrob Chemother 2008; 62: 1142-1149.

http://dx.doi.org/10.1016/j.jhin.2009.02.021
http://dx.doi.org/10.1016/j.jhin.2009.02.021
http://dx.doi.org/10.1016/j.jhin.2009.02.021
http://dx.doi.org/10.1128/JCM.42.10.4769-4775.2004
http://dx.doi.org/10.1128/JCM.42.10.4769-4775.2004
http://dx.doi.org/10.1128/JCM.42.10.4769-4775.2004
http://dx.doi.org/10.1128/JCM.42.10.4769-4775.2004
http://dx.doi.org/10.1128/JCM.42.10.4769-4775.2004
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.1086/654883
http://dx.doi.org/10.2310/JIM.0b013e318238748e
http://dx.doi.org/10.2310/JIM.0b013e318238748e
http://dx.doi.org/10.2310/JIM.0b013e318238748e
http://dx.doi.org/10.2310/JIM.0b013e318238748e
http://dx.doi.org/10.1016/j.ijantimicag.2011.12.001
http://dx.doi.org/10.1016/j.ijantimicag.2011.12.001
http://dx.doi.org/10.1016/j.ijantimicag.2011.12.001
http://dx.doi.org/10.1016/j.ijantimicag.2011.12.001
http://dx.doi.org/10.1016/j.ijantimicag.2011.12.001
http://dx.doi.org/10.3109/00365540903493715
http://dx.doi.org/10.3109/00365540903493715
http://dx.doi.org/10.3109/00365540903493715
http://dx.doi.org/10.3109/00365540903493715
journals.tubitak.gov.tr/medical/issues/sag-07-37-1/sag-37-1-8-0606-12.pdf
journals.tubitak.gov.tr/medical/issues/sag-07-37-1/sag-37-1-8-0606-12.pdf
journals.tubitak.gov.tr/medical/issues/sag-07-37-1/sag-37-1-8-0606-12.pdf
journals.tubitak.gov.tr/medical/issues/sag-07-37-1/sag-37-1-8-0606-12.pdf
http://dx.doi.org/10.1093/jac/dkn293
http://dx.doi.org/10.1093/jac/dkn293
http://dx.doi.org/10.1093/jac/dkn293
http://dx.doi.org/10.1093/jac/dkn293


179

ÇAKIR ERDOĞAN et al. / Turk J Med Sci

14. Clinical and Laboratory Standards Institute. Performance 
Standards for Antimicrobial Susceptibility Testing. Twenty-
Second Informational Supplement. CLSI Document M100-S22. 
Wayne, PA, USA: CLSI; 2012.

15. Canton R, Coque TM. The CTX-M beta lactamase pandemic. 
Curr Opin Microbiol 2006; 9: 466-475.

16. Ben-Ami R, Bano JR, Arslan H. A multinational survey of risk 
factors for infection with extended-spectrum beta-lactamase-
producing Enterobacteriaceae in nonhospitalized patients. Clin 
Infect Dis 2009; 49: 682-690. 

17. Hall LMA, Dierikx CM, Cohen Stuart J, Voets GM, van den 
Munckhof MP, van Essen-Zandbergen A, Platteel T, Fluit AC, van 
de Sande-Bruinsma N, Scharinga J, et al. Dutch patients, retail 
chicken meat and poultry share the same ESBL genes, plasmids 
and strains. Clin Microbiol Infect 2011; 17: 873-880.

18. Tian SF, Chen YB, Chu YZ, Wang S. Prevalence of rectal carriage 
of extended spectrum beta-lactamase producing Escherichia 
coli among elderly people in community setting in China. Can J 
Microbiol 2008; 54: 781-785.

19. Lee KM, Yoo JI, Yoo YS, Yoo JS, Chung GT, Ahn TI, Lee YS. 
Investigation of Klebsiella pneumoniae isolates producing SHV-
12 and SHV-11 β-lactamases in Korean hospitals. J Microbiol 
Biotechnol 2009; 19: 1065-1069.

20. Pitout J, Hanson N, Church D, Laupland KB. Population based 
laboratory surveillance for Escherichia coli producing extended 
spectrum beta-lactamases: importance of community isolates 
with blaCTX-M genes. Clin Infect Dis 2004; 38: 1736-1741.

21. Friedmann R, Raveh D, Zartzer E, Rudensky B, Broide E, 
Attias D, Yinnon AM. Prospective evaluation of colonization 
with extended-spectrum beta-lactamase (ESBL)-producing 
Enterobacteriaceae among patients at hospital admission and of 
subsequent colonization with ESBL-producing Enterobacteriaceae 
among patients during hospitalization. Infect Control Hosp 
Epidemiol 2009; 30: 534-542.

22. Metan G. Detection of the colonization with ESBL E.coli, 
Klebsiella in hospitalized patients in the Intensive Care Unit of 
Internal Medicine. PhD, Hacettepe University, Ankara, Turkey, 
2004.

23. Apisarnthanarak A, Bailey TC, Fraser VJ. Duration of stool 
colonization in patients infected with extended-spectrum beta-
lactamase-producing Escherichia coli and Klebsiella pneumoniae. 
Clin Infect Dis 2008; 46: 1322-1323.

24. Birgand G, Armand-Lefevre L, Lolom I, Ruppe E, Andremont A, 
Lucet JC. Duration of colonization by extended-spectrum beta-
lactamase-producing Enterobacteriaceae after hospital discharge. 
Am J Infect Control 2013; 41: 443-447.

25. Alsterlund R, Axelsson C, Olsson-Liljequist B. Long-term carriage 
of extended-spectrum beta-lactamase-producing Escherichia coli. 
Scand J Infect Dis 2012; 44: 51-54.

26. Demir N. The investigation of the various risk factors that 
contribute to production extended-spectrum beta-lactamase 
(ESBL) in gram-negative bacteria. Thesis, Kartal Training and 
Research Hospital, İstanbul, Turkey, 2006.

27. Hilbert DW. Uropathogenic Escherichia coli: the pre-eminent 
urinary tract infection pathogen. In: Morgan C, Peterson R, 
Peterson ND, editors. E. coli Infections: Causes, Treatment and 
Prevention. Hauppauge, NY, USA: Nova Science Publishers; 2011. 
pp. 1- 66.

28. Ben-Ami R, Schwaber MJ, Navon-Venezia S, Schwartz D, Giladi M, 
Chmelnitsky I, Leavitt A, Carmeli Y. Influx of extended-spectrum 
beta-lactamase-producing Enterobacteriaceae into the hospital. 
Clin Infect Dis 2006; 42: 925-934.

29. Pasricha J, Koessler T, Harbarth S. Carriage of extended-spectrum 
beta-lactamase producing Enterobacteriacae among internal 
medicine patients in Switzerland. Antimicrob Resist Infect Control 
2013; 2: 20.

30. Dalal S, Nicolle L, Marrs CF, Zhang L, Harding G, Foxman B. Long-
term Escherichia coli asymptomatic bacteriuria among women 
with diabetes mellitus. Clin Infect Dis 2009; 15, 49: 491-497.

31. Hoepelman AIM, Meiland R, Geerlings SE. Pathogenesis and 
management of bacterial urinary tract infections in adult patients 
with diabetes mellitus. Int J Antimicrob Agents 2003; 22: 35-43.

32. Ho PL, Chow KH, Lai EL, Lo WU, Yeung MK, Chan J, Chan 
PY, Yuen KY. Extensive dissemination of CTX-M-producing 
Escherichia coli with multidrug resistance to ‘critically important’ 
antibiotics among food animals in Hong Kong. J Antimicrob 
Chemother 2011; 66: 765-768.

33. Meyer E, Gastmeier P, Kola A, Schwab F. Pet animals and foreign 
travel are risk factors for colonisation with extended-spectrum 
beta-lactamase-producing Escherichia coli. Infection 2012; 40: 685-
687.

34. Egea P, López-Cerero L, Torres E, Gómez-Sánchez Mdel C Serrano 
L, Navarro Sánchez-Ortiz MD, Rodriguez-Baño J, Pascual A. 
Increased raw poultry meat colonization by extended spectrum 
beta lactamase-producing Escherichia coli in the south of Spain. Int 
J Food Microbiol 2012; 159: 69-73.

35. Koniger D, Gastmeier P, Kola A, Schwab F, Meyer E. Vegetarians 
are not less colonized with extended-spectrum-beta lactamase 
producing bacteria than meat eaters. J Antimicrob Chemother 
2014; 69: 281-282.

36. Walsh TR, Weeks J, Livermore DM, Toleman M. Dissemination of 
NDM-1 positive bacteria in the New Delhi environment and its 
implications for human health: an environmental point prevalence 
study. Lancet Infect Dis 2011; 11: 355-362.

37. Herindrainy P, Randrianirina F, Ratovoson R. Rectal carriage of 
extended-spectrum beta-lactamase-producing gram-negative 
bacilli in community settings in Madagascar. PLoS One 2011; 6: 
e22738.

38. Pathak A, Chandran SP, Mahadik K, Macaden R, Lundborg CS. 
Frequency and factors associated with carriage of multi-drug 
resistant commensal Escherichia coli among women attending 
antenatal clinics in Central India. BMC Infec Dis 2013; 13: 199.

39. Paterson DL, Bonomo RA. Extended-spectrum beta-lactamases: a 
clinical update. Clin Microbiol Rev 2005; 18: 657-686.

40. Wu L, Ho PL, Chow KH, Lai EL, Yeung F, Chiu SS. Fecal carriage 
of CTX-M type extended-spectrum beta-lactamase-producing 
organisms by children and their household contacts. J Infect 2010; 
60: 286-292.

http://dx.doi.org/10.1016/j.mib.2006.08.011
http://dx.doi.org/10.1016/j.mib.2006.08.011
http://dx.doi.org/10.1086/604713
http://dx.doi.org/10.1086/604713
http://dx.doi.org/10.1086/604713
http://dx.doi.org/10.1086/604713
http://dx.doi.org/10.1111/j.1469-0691.2011.03497.x
http://dx.doi.org/10.1111/j.1469-0691.2011.03497.x
http://dx.doi.org/10.1111/j.1469-0691.2011.03497.x
http://dx.doi.org/10.1111/j.1469-0691.2011.03497.x
http://dx.doi.org/10.1111/j.1469-0691.2011.03497.x
http://dx.doi.org/10.1139/W08-059
http://dx.doi.org/10.1139/W08-059
http://dx.doi.org/10.1139/W08-059
http://dx.doi.org/10.1139/W08-059
http://dx.doi.org/10.4014/jmb.0808.472
http://dx.doi.org/10.4014/jmb.0808.472
http://dx.doi.org/10.4014/jmb.0808.472
http://dx.doi.org/10.4014/jmb.0808.472
http://dx.doi.org/10.1086/421094
http://dx.doi.org/10.1086/421094
http://dx.doi.org/10.1086/421094
http://dx.doi.org/10.1086/421094
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/597505
http://dx.doi.org/10.1086/533475
http://dx.doi.org/10.1086/533475
http://dx.doi.org/10.1086/533475
http://dx.doi.org/10.1086/533475
http://dx.doi.org/10.1016/j.ajic.2012.05.015
http://dx.doi.org/10.1016/j.ajic.2012.05.015
http://dx.doi.org/10.1016/j.ajic.2012.05.015
http://dx.doi.org/10.1016/j.ajic.2012.05.015
http://dx.doi.org/10.3109/00365548.2011.592987
http://dx.doi.org/10.3109/00365548.2011.592987
http://dx.doi.org/10.3109/00365548.2011.592987
http://dx.doi.org/10.1086/500936
http://dx.doi.org/10.1086/500936
http://dx.doi.org/10.1086/500936
http://dx.doi.org/10.1086/500936
http://dx.doi.org/10.1186/2047-2994-2-20
http://dx.doi.org/10.1186/2047-2994-2-20
http://dx.doi.org/10.1186/2047-2994-2-20
http://dx.doi.org/10.1186/2047-2994-2-20
http://dx.doi.org/10.1016/S0924-8579(03)00234-6
http://dx.doi.org/10.1016/S0924-8579(03)00234-6
http://dx.doi.org/10.1016/S0924-8579(03)00234-6
http://dx.doi.org/10.1093/jac/dkq539
http://dx.doi.org/10.1093/jac/dkq539
http://dx.doi.org/10.1093/jac/dkq539
http://dx.doi.org/10.1093/jac/dkq539
http://dx.doi.org/10.1093/jac/dkq539
http://dx.doi.org/10.1007/s15010-012-0324-8
http://dx.doi.org/10.1007/s15010-012-0324-8
http://dx.doi.org/10.1007/s15010-012-0324-8
http://dx.doi.org/10.1007/s15010-012-0324-8
http://dx.doi.org/10.1016/j.ijfoodmicro.2012.08.002
http://dx.doi.org/10.1016/j.ijfoodmicro.2012.08.002
http://dx.doi.org/10.1016/j.ijfoodmicro.2012.08.002
http://dx.doi.org/10.1016/j.ijfoodmicro.2012.08.002
http://dx.doi.org/10.1016/j.ijfoodmicro.2012.08.002
http://dx.doi.org/10.1093/jac/dkt335
http://dx.doi.org/10.1093/jac/dkt335
http://dx.doi.org/10.1093/jac/dkt335
http://dx.doi.org/10.1093/jac/dkt335
http://dx.doi.org/10.1016/S1473-3099(11)70059-7
http://dx.doi.org/10.1016/S1473-3099(11)70059-7
http://dx.doi.org/10.1016/S1473-3099(11)70059-7
http://dx.doi.org/10.1016/S1473-3099(11)70059-7
http://dx.doi.org/10.1371/journal.pone.0022738
http://dx.doi.org/10.1371/journal.pone.0022738
http://dx.doi.org/10.1371/journal.pone.0022738
http://dx.doi.org/10.1371/journal.pone.0022738
http://dx.doi.org/10.1186/1471-2334-13-199
http://dx.doi.org/10.1186/1471-2334-13-199
http://dx.doi.org/10.1186/1471-2334-13-199
http://dx.doi.org/10.1186/1471-2334-13-199
http://dx.doi.org/10.1128/CMR.18.4.657-686.2005
http://dx.doi.org/10.1128/CMR.18.4.657-686.2005

