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1. Introduction
In Pakistan, horses are bred for different purposes, 
including agriculture activities, transportation, 
companionship, racing, display, and breeding. Some 
major reported ailments are caused by parasites, bacterial 
infections, lameness, gastrointestinal disorders, allergic 
dermatitis, bronchitis, hematuria, eye problems, and 
quidding (1).

Trypanosomosis (surra) is a serious disease of horses 
and camels in Africa and Asia and often leads to reduced 
productivity, mortality, and economic losses. It is caused 
by Trypanosoma evansi, a parasite of both intra- and 
extravascular fluids of multiple hosts, and is mechanically 
transmitted by hematophagous flies. Its geographical 
distribution is continuous from the northern part of Africa 
through the Middle East to Southeast Asia. In horses, T. 
evansi induces both acute and chronic forms of the disease, 
which is most often fatal and can last up to 3 months to 3 
years in latter case. However, in some cases, horses may 
carry T. evansi without showing any clinical signs (2).

The outer coat of T. evansi is covered with variable 
surface glycoproteins (VSGs) that help it to evade the host’s 

immune system by mean of antigenic variation. Owing to 
regular changes of its VSGs, it produces frequent relapses of 
parasitaemia and remittent clinical signs. The VSG RoTat 
1.2 is expressed in the majority of T. evansi type A strains 
(3). Apart from clinical signs and symptoms, diagnosis in 
surra-infected animals should be carried out in the lab for 
confirmation. Serological and molecular tests based on 
RoTat 1.2 VSG are used as specific diagnostic tools for surra 
and have been employed in various studies in different 
countries and hosts, with variable performances (4,5). 
These include serological tests like direct agglutination test 
(CATT/T. evansi), indirect agglutination test (LATEX/T. 
evansi), immune trypanolysis, ELISA/T. evansi, and 
molecular tests like RoTat 1.2 PCR. CATT/T. evansi is 
considered to be a well-validated field test (6,7).

Since a recent outbreak of trypanosomosis was reported 
in different animals in the same vicinity, the objective of 
this study was to investigate the prevalence of T. evansi 
in horses of Bahawalpur, employing parasitological, 
serological, and molecular analysis including RoTat 
1.2-based tests. The diagnostic performance of applied 
tests was also compared. 
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2. Materials and methods
2.1. Study area and design 
The district Bahawalpur lies in the south of Punjab at 
29°24′0″N, 71°41′0″E with an area of about 24,830 km2. 
It has a total horse population of 2657 (8). A total of 375 
randomly selected horses were clinically examined at 
different markets from both rural and urban areas of the 
district throughout 2014. Every fifth animal was sampled to 
ensure representativeness and randomness. All horses used 
in the studies were managed under a traditional system of 
free grazing. Important study variables like sex, age (as 
recorded from the owners), body condition (9), history 
of previous abortions, castrated versus noncastrated, and 
parity number were also recorded. Animals showing 
clinical signs were treated with isometamidium chloride 
(Trypamidium, Mérial, France) via intramuscular 
injection of 0.5–1 mg/kg.
2.2. Blood sampling
Blood (6 mL) was collected from the jugular vein and 3 mL 
of blood was placed into a tube containing EDTA for DNA 
extraction and stored in a cool box until transported to the 
laboratory. These samples were later aliquoted into microtubes 
and preserved at –80 °C until further analysis. For serological 
tests, 3 mL of blood was placed in a serum separator tube with 
clot activators. After centrifugation for 15 min at 2000 rpm, 
serum was aliquoted and stored at –80 °C.
2.3. Parasitological examination
2.3.1. Woo’s test
Approximately 70 µL of blood was put into a heparinized 
capillary tube. The dry end was closed with plasticine and 
it was centrifuged at 14,000 rpm for 5 min. The capillary 
tube was then examined for parasites under a microscope 
at a magnification of 400× (10).
2.3.2. Giemsa staining
For the morphological examination of the possible agents 
in the samples, around 10 µL of samples positive by 
Woo’s test was placed and spread on the center of a clean 
microscope slide. The smear was air-dried for 1 h followed 
by staining with Giemsa stain (pH 7.2) for 25 min. After 
washing with water, the stained smear was air-dried and 
observed under a microscope at a magnification of 500× 
with oil immersion (10). 

2.4. Serological analysis
Sera were tested for the presence of anti-T. evansi 
antibodies using the card agglutination test for T. 
evansi (CATT/T.evansi) (Institute of Tropical Medicine, 
Antwerp, Belgium). Approximately 45 µL of the antigen 
was transferred onto the test card and mixed with 25 µL of 
the test sera diluted at 1/4 with PBS (pH 7.2). The card was 
rocked for 5 min at 70 rpm, and the reaction was checked 
in clear light. A reaction was scored as positive if blue 
agglutinates were visible by naked eye, as recommended 
by the manufacturer (11).
2.5. Molecular analysis
Genomic DNA was extracted from 250 µL of whole 
horse blood using a commercially available kit (PureLink 
Genomic DNA Mini Kit, Invitrogen) and was stored at –80 
°C until further use. Two pairs of primers were employed 
for analysis. Details on the primers used in the molecular 
tests are shown in Table 1. Both ITS1 CF/BR PCR (12) and 
RoTat 1.2 PCR (7) were carried out in 25 µL of reaction 
mixture, which contained 1X Hot Star Taq Master Mix 
(Qiagen), 0.8 µM of forward and reverse primers, and 
2.5 µL of template DNA. PCR conditions for ITS1 CF/BR 
PCR included activation at 94 °C for 5 min, followed by 35 
cycles of 94 °C for 40 s, 58 °C for 40 s, and 72 °C for 90 s, 
with final extension at 72 °C for 5 min. For RoTat 1.2 PCR, 
the cycles included initial activation at 94 °C for 5 min, 
followed by 40 cycles of 94 °C for 30 s, 52 °C for 30 s, and 
72 °C for 30 s. Final elongation was continued at 72 °C for 
5 min. A positive and a negative control were included for 
each PCR reaction. Amplified products were analyzed by 
electrophoresis in 1.5% agarose gel and UV illumination 
after ethidium bromide staining of the DNA.
2.6. Statistical analysis
Statistical analysis was performed using SPSS 15. The level 
of agreement between diagnostic tests was determined 
using kappa statistics (k) and was interpreted according 
to Landis and Koch (13). The influence on prevalence of 
various factors, such as sex, age, body condition, or parity 
number, was determined using the chi-square test along 
with odds ratios (ORs) and their 95% confidence intervals 
(CIs).

Table 1. Details on the primers used in the molecular tests.

Name Specificity Primer sequence Amplicon size Reference

ITS1CF/BR PCR Trypanozoon F:5’-CCGGAAGTTCACCGATATTG-3’
R:5’-TGCTGCGTTCTTCAACGAA-3’ 480 bp Njiru et al. (12)

RoTat 1.2 PCR T. evansi F:5’-GCGGGGTGTTTAAAGCAATA-3’
R:5’-ATTAGTGCTGCGTGTGTTCG-3’ 205 bp Claes et al. (7)
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3. Results 
A total of 375 horses were screened for T. evansi infection. 
The overall prevalence was recorded as 0.5% (95% CI: 
0.01–2.01) by Woo’s test and Giemsa thin smears (Figure 
1), 14.4% (95% CI: 10.85–17.95) by CATT/T.evansi, and 
1.3% (95% CI: 0.15–2.45) by ITS1 CF/BR PCR and RoTat 
1.2 PCR (Figures 2 and 3). The animals identified as 
positive by Woo’s test and PCRs showed clinical signs and 
were also positive by CATT/T. evansi test. 

Notsignificant differences (P > 0.05) were observed 
between different age groups and variable parity numbers 
by different tests. Using CATT/T.evansi, prevalence 
estimates were significantly higher in females than males 
(χ2 = 4.96, P = 0.030). A significant difference (P < 0.05) 
was also observed for horses in urban and rural areas using 
both PCRs (χ2 = 11.04, P = 0.001) and CATT/T.evansi (χ2 

= 30.57, P = 0.000). Emaciated animals had significantly 
(P < 0.05) higher infection rates than those in good body 
condition by Woo’s test (χ2 = 17.8,  P  =  0.000),  PCRs  

(χ2 = 44.94, P = 0.000), and CATT/T.evansi (χ2 = 81.55, P 
= 0.000). Emaciated animals were almost 18 times more 
likely to be suffering from surra than the ones in good 
health (OR = 17.5, 95% CI: 8.218–37.448). Significant 
differences (P < 0.05) were observed between animals 
bought outside and from a farm by Woo’s test (χ2 = 4.37, P 
= 0.04) and PCR (χ2 = 11.04, P = 0.001) (Table 2).

The test agreement of Woo’s test was moderate with 
both molecular tests (k = 0.57, 95% CI: 0.125–1.000), and it 
was slight with CATT/T.evansi (k = 0.053, 95% CI: –0.058 
to 0.124). The agreement between both the molecular tests 
was perfect (k = 1), while they showed slight agreement 
with CATT/T.evansi (k = 0.13, 95% CI: 0.025–0.234). 

4. Discussion
Various studies have reported surra in horses in Punjab, 
Pakistan (14,15). This is the first report of T. evansi using 
different techniques including those based on RoTat 1.2 
VSG in this district. Woo’s test is considered more sensitive 
than microscopic examination of stained thin smears. The 
low percent positivity of T. evansi by Woo’s test in our 
studies can be attributed to the test’s limited sensitivity and 
ability to detect animals with early and acute infections 
only. The lowest detection limit of Woo’s test was estimated 
at 30 trypanosomes per milliliter of blood (16). Verloo et 
al. (6) reported that water buffaloes positive for T. evansi 
by the mouse inoculation test were negative by Woo’s test.

PCR-based techniques have been claimed to be more 
sensitive and specific for detection than conventional 
microscopy and analytical sensitivities of 1–20 parasites/
mL have been reported with highly repetitive satellite 
DNA targets (17,18). However, as in our case, the number 
of ongoing infections is underestimated by PCR and 
may generate false negatives owing to fluctuating levels 
of parasitaemia, inherent detection limits of the PCR, 
treatment with trypanocidal drugs, and quality and 
proportion of the DNA from the infectious agent relative 

Figure 2. ITS1 CF/BR PCR products (lanes 2–6) and gene ruler (lane 1) on 1.5% 
agarose gel stained with ethidium bromide.

Figure 1. Giemsa-stained Trypanosoma evansi in horse blood 
(1000×).
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to the total DNA in the blood sample (19). The present 
study employed both RoTat 1.2 PCR and ITS CF/BR PCR 
to confirm the molecular prevalence. ITS1 CF and ITS1 BR 
have been evaluated for use in a universal diagnostic test 
for all pathogenic trypanosomes and cannot differentiate 
between different species, unlike RoTat 1.2 PCR, which 
is specific for T. evansi. The perfect agreement between 
different PCRs in the present study confirms the actual 
presence of parasite DNA in 5 samples and confirms the 
absence of strains that either lack RoTat 1.2 VSG genes or 

do not express it (20). Three PCR-positive animals were 
negative by Woo’s test and this may be due to early infection 
or the chronic form of the disease with low parasitaemia. 
The gold standard (TBR1/2) PCR (21) targeting satellite 
DNA could be used in further studies to increase the 
sensitivity of DNA detection, and it could help to reach a 
conclusion on the status of samples positive by the CATT 
but negative by Woo’s test and ITS1 or RoTat 1.2 PCR. 

For medium-sized routine field surveys on surra, 
CATT/T.evansi is a well-validated test; however, it can 

Figure 3. RoTat 1.2 PCR products (lanes 2–6) and gene ruler (lane 1) on 1.5% agarose 
gel stained with ethidium bromide.

Table 2. Number and percentage (%) of positive samples in the different diagnostic tests according to age, sex, area, body condition, 
origin, history of abortions, and parity number. Pos = positive, yrs = years, BC = body condition. 

Woo’s test ITS1 CF/BR PCR RoTat 1.2 PCR CATT

Variables Total Pos (%) Pos (%) Pos (%) Pos (%)

Age
Adult (>6 yrs) 275 2 (0.7) 5 (1.8) 6 (1.8) 38 (13.8)

Young (< 6yrs) 100 0 (0.0) 0 (0.0) 0 (0.0) 16 (16.0)

Sex
Male 156 0 (0.0) 0 (0.0) 0 (0.0) 15 (9.6)

Female 219 2 (0.8) 5 (2.0) 5 (2.0) 39 (17.8)

Area
Urban 179 0 (0.0) 0 (0.0) 0 (0.0) 17 (9.5)

Rural 196 2 (1.0) 5 (2.6) 5 (2.6) 37 (18.9)

BC
Good 337 0 (0.0) 0 (0.0) 0 (0.0) 30 (8.9)

Emaciated 38 2 (5.3) 5 (13.2) 5 (13.2) 24 (63.2)

Origin
Born outside farm 118 2 (1.7) 5 (4.2) 5 (4.2) 22 (18.6)

Born on farm 257 0 (0.0) 0 (0.0) 0 (0.0) 32 (12.5)

Parity number
>6 18 0 (0.0) 0 (0.0) 0 (0.0) 2 (11.11)

<6 182 2 (1.1) 5 (2.7) 5 (2.7) 36 (19.8)
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overestimate the prevalence as antibodies may persist in 
the animals for up to several months and possibly due 
to nonspecific agglutinations owing to crude extracts of 
the parasite (22). A seroprevalence of 47.7% by CATT/T.
evansi was recorded in camels in the same locality by us, 
using CATT/T.evansi for antibodies against surra (23). 
Since this is the first time that CATT/T.evansi has been 
used for analyzing the seroprevalence of surra, we cannot 
compare our results with any other study from Pakistan. 
Aslam et al. (24) and Nadeem et al. (25) reported 21.6% 
and 6% seroprevalence in equine samples from Lahore and 
Gujranwala using ELISA and immunofluorescence. ELISA 
is more suitable for large-scale surveys due to automation 
of the technique. As per OIE recommendations (10), an 
animal that tested positive for surra should also be tested 
with CFT-dourine. Moreover, Claes et al. (26) proposed 
that CATT/T.evansi can replace laboratory-based tests, 
such as the complement fixation test (CFT) and the horse 
CFT for equine trypanosomosis. Therefore, the presence 
of antibodies against T. equiperdum cannot be ruled out. A 
high percent positivity of antitrypanosomal antibodies is 
indicative of the fact that this is an endemic area and there 
is a high threat to equine populations.

Regarding the nonsignificant difference between age 
groups, our study is in concordance with the study of 
Eyob et al. (27), suggesting that all age groups are equally 
exposed and effected by surra. The higher infection rates 
in females in general and those having parity number ≤6 
are in accordance with the studies of Sumbria et al. (28) 
and can be attributed to pregnancy and lactation, which 
may render females more susceptible to infection (29). The 
lower prevalence in urban areas can be attributed to proper 
management and availability of veterinary professionals. 
Horses with poor body scores may be more susceptible 
to the disease due to stress, poor nutrition, workload, 
other infections, and, hence, compromised immunity. 
Our results are in accordance with the results of Gari et al. 
(30), who reported a similar trend for dourine-suspected 
horses. Animals bought from outside a farm were more 
susceptible to the disease, probably owing to the fact that 
animals reared on a farm are better managed in terms of 
nutritional status and care by veterinary professionals. 

The slight to moderate agreement between different 
tests can be attributed to the difference in sensitivity and 
specificity of the applied tests. The low agreement between 
parasitological tests and others is attributed to low 
sensitivity and alternating parasitemic waves of T. evansi 
in the host. Although both RoTat 1.2 PCR and CATT/T.
evansi are based on RoTat 1.2 VSG, the low agreement 
can be attributed to the intermittent phase of parasitaemia 
and absence of antibodies in the early onset of the disease. 
Perfect agreement between the two PCRs confirms the 
presence of T. evansi. 

In conclusion, Bahawalpur is at a high risk of surra, 
showing a high disease status in various groups. Since 
these are preliminary studies and no test is 100% sensitive 
or specific, more studies should be carried out to assess 
the current disease status and comparative diagnostics 
applying multiple tests. For routine field surveys in horses, 
the CATT/T.evansi test can be used to target animals 
for treatment, but the decision to treat animals not only 
depends on CATT positivity but also on the clinical aspect 
and history of trypanocidal treatment. For large-scale 
surveys ELISA should be preferred, owing to its subjectivity 
and reproducibility in borderline cases and ability to detect 
aparasitemic animals efficiently. Additionally, for possible 
nonspecific agglutinations in card agglutination tests, the 
status of the seropositive animal should be confirmed 
before concluding on the CATT/T.evansi performances. 
Alternatively, the more sensitive gold standard PCR test 
using TBR primers could be used to confirm the status 
of seropositive but parasitologically negative samples. 
Continuous surveillance measures by national veterinary 
services and control of biting insect populations should 
be carried out simultaneously to prevent disease 
dissemination. Further studies should be carried out in 
multiple species inhabiting the same area to monitor 
infection and the reservoir status.

Acknowledgments
We acknowledge the Higher Education Commission of 
Pakistan and Professor Dr Philippe Büscher, Institute of 
Tropical Medicine, Antwerp, Belgium, for critical reading 
of the manuscript. 

References

1. Goraya K, Iqbal Z, Sajid MS, Muhammad G. Frequency 
distribution of equine diseases in three metropolises of the 
upper Punjab, Pakistan. Int J Agric Biol 2013; 15: 1067-1074.

2. Desquesnes M, Holzmuller P, De-Hua L, Dargantes A, Zhao-
Rong L, Jittaplapong S. Trypanosoma evansi and Surra: a review 
and perspectives on origin, history, distribution, taxonomy, 
morphology, hosts, and pathogenic effects. Biomed Res 2013; 
2013: 194176.

3. Urakawa T, Verloo D, Moens L, Büscher P, Majiwa PA. 
Trypanosoma evansi: cloning and expression in Spodoptera 
frugiperda [correction of fugiperda] insect cells of the 
diagnostic antigen RoTat 1.2. Exp Parasitol 2001; 99: 181-189.

4. Gutierrez C, Juste MC, Corbera JA, Magnus E, Verloo D, 
Montoya JA. Camel trypanosomosis in the Canary Islands: 
assessment of and infection rates using the card agglutination 
test (CATT/T. evansi) and parasite detection tests. Vet Parasitol 
2000; 90: 155-159.

http://dx.doi.org/10.1006/expr.2001.4670
http://dx.doi.org/10.1006/expr.2001.4670
http://dx.doi.org/10.1006/expr.2001.4670
http://dx.doi.org/10.1006/expr.2001.4670
http://dx.doi.org/10.1016/S0304-4017(00)00225-9
http://dx.doi.org/10.1016/S0304-4017(00)00225-9
http://dx.doi.org/10.1016/S0304-4017(00)00225-9
http://dx.doi.org/10.1016/S0304-4017(00)00225-9
http://dx.doi.org/10.1016/S0304-4017(00)00225-9


293

TEHSEEN et al. / Turk J Vet Anim Sci

5. Desquesnes, M, Kamyingkird K, Vergne T, Sarataphan N, 
Pranee R, Jittapalapong S. An evaluation of melarsomine 
hydrochloride efficacy for parasitological cure in experimental 
infection of dairy cattle with Trypanosoma evansi in Thailand. 
Parasitology 2011; 138: 1134-1142.

6. Verloo D, Holland W, My LN, Thanh NG, Tam PT, Goddeeris 
B, Vercruysse J, Buscher P. Comparison of serological tests for 
Trypanosoma evansi natural infections in water buffaloes from 
North Vietnam. Vet Parasitol 2000; 92: 87-96.

7. Claes F, Radwanska M, Urakawa T, Majiwa PA, Goddeeris B, 
Buscher P. Variable surface glycoprotein RoTat 1.2 PCR as a 
specific diagnostic tool for the detection of Trypanosoma 
evansi infections. Kinetoplastid Biol 2004; 3: 3.

8. Economic Advisor’s Wing. Economic Survey of Pakistan. 
Islamabad, Pakistan: Economic Advisor’s Wing, Finance 
Division, Government of Pakistan; 2006.

9. McDowell DM. Equine Industry Welfare Guidelines 
Compendium for Horses, Ponies and Donkeys. 3rd ed. 
Warwickshire, UK: National Equine Welfare Council; 2009. 

10. World Organisation for Animal Health. OIE Terrestrial 
Manual. Trypanosoma evansi Infection (Surra). Paris, France: 
World Organisation for Animal Health; 2012.

11. Bajyana SE, Hamers R. A card agglutination test (CATT) for 
veterinary use based on an early VAT RoTat 1-2 of Trypanosoma 
evansi. Ann Soc Belg Med Trop 1988; 68: 233-240.

12. Njiru ZK, Constantine CC, Guya S, Crowther J, Kiragu JM, 
Thompson RC, Davila AM. The use of ITS1 rDNA PCR in 
detecting pathogenic African trypanosomes. Parasitol Res 
2005; 95: 186-192.

13. Landis JR, Koch GG. The measurement of observer agreement 
for categorical data. Biometrics 1977; 33: 159-174.

14. Hassan M, Muhammad G, Gutierrez C, Iqbal Z, Shakoor A, 
Jabbar A. Prevalence of Trypanosoma evansi infection in 
equines and camels in the Punjab region, Pakistan. Ann NY 
Acad Sci 2006; 108: 322-324.

15. Muieed MA, Chauhdry ZI, Shakoori AR. Comparative studies 
on the sensitivity of polymerase chain reaction (PCR) and 
microscopic examination for the detection of Trypanosoma 
evansi in horses. Turk J Vet Ani Sci 2010; 34: 507-512.

16. Reid SA, Husein A, Copeman DB. Evaluation and improvement 
of parasitological tests for Trypanosoma evansi infection. Vet 
Parasitol 2001; 102: 291-297.

17. Desquesnes M, Dávila AMR. Applications of PCR-based tools 
for detection and identification of animal trypanosomes: a 
review and perspectives. Vet Parasitol 2002; 109: 213-231.

18. Ijaz MK, Nur-E-Kamal MSA, Mohamed AIA, Dar FK. 
Comparative studies on the sensitivity of polymerase chain 
reaction and microscopic examination for the detection of 
Trypanosoma evansi in experimentally infected mice. Comp 
Immunol Microbiol Infect Dis 1998; 21: 215-223.

19. Nantulya VM. Trypanosmiasis in domestic animals: the 
problems of diagnosis. Revue Scien Tech 1990; 9: 357-367.

20. Ngaira JM, Njagi EN, Ngeranwa JJ, Olembo NK. PCR 
amplification of RoTat 1.2 VSG gene in T. evansi isolates in 
Kenya. Vet Parasitol 2004; 120: 23-33. 

21. Masiga DK, Smyth AJ, Hayes P, Bromidge TJ, Gibson WC. 
Sensitive detection of trypanosomes in tsetse flies by DNA 
amplification. Int J Parasitol 1992; 22: 909-918.

22. Holland WG, Thanh NG, My LN, Magnus E, Verloo D, 
Buscher P, Goddeeris B, Vercruysse J. Evaluation of whole 
fresh blood and dried blood on filter paper discs in serological 
tests for Trypanosoma evansi in experimentally infected water 
buffaloes. Acta Tropica 2002; 81: 159-165.

23. Tehseen S, Jahan N, Qamar MF, Desquesnes M, Shahzad 
MI, Deborggraeve S, Büscher P. Parasitological, serological 
and molecular survey of Trypanosoma evansi infection in 
dromedary camels from Cholistan Desert, Pakistan. Parasit 
Vectors 2015; 8: 415. 

24. Aslam A, Chaudhary ZI, Rehman H, Ashraf K, Ahmad N, 
Yaqub T, Maqbool A, Shakoori AR. Comparative evaluation 
of parasitological, serological and DNA amplification methods 
for diagnosis of natural trypanosomal infection in equines. Pak 
J Zool 2010; 42: 371-376.

25. Nadeem A, Aslam A, Chaudhary ZI, Ashraf K, Saed K, 
Ahmad N, Ahmed I, Rehman H. Indirect fluorescent antibody 
technique based prevalence of Surra in equines. Pak Vet J 2011; 
31: 169-170.

26. Claes F, Ilgekbayeva GD, Verloo D, Saidouldin TS, Geerts S, 
Buscher P, Goddeeris BM. Comparison of serological tests 
for equine trypanosomosis in naturally infected horses from 
Kazakhstan. Vet Parasitol 2005; 131: 221-225.

27. Eyob A, Mekuria S, Regassa A, Abebe R. A cross-sectional 
study of equine trypanosomosis and its vectors in Wolayta 
zone, Southern Ethiopia. J Vet Med Anim Health 2011; 3: 21-
26.

28. Sumbria D, Singla LD, Sharma A, Moudgil AD, Bal MS. Equine 
trypanosomosis in central and western Punjab: prevalence, 
haemato-biochemical response and associated risk factors. 
Acta Trop 2014; 138: 44-50.

29. Bhutto B, Gadahi JA, Shah G, Dewani P, Arijo A. Field 
investigation on the prevalence of trypanosomiasis in camels 
in relation to sex, age, breed and herd size. Pak Vet J 2009; 30: 
175-177.

30. Gari FR, Ashenafi H, Tola A, Goddeeris BM, Claes F. 
Comparative diagnosis of parasitological, serological, and 
molecular tests in dourine-suspected horses. Trop Anim 
Health Prod 2010; 42: 1649-1654.

http://dx.doi.org/10.1017/S0031182011000771
http://dx.doi.org/10.1017/S0031182011000771
http://dx.doi.org/10.1017/S0031182011000771
http://dx.doi.org/10.1017/S0031182011000771
http://dx.doi.org/10.1017/S0031182011000771
http://dx.doi.org/10.1016/S0304-4017(00)00284-3
http://dx.doi.org/10.1016/S0304-4017(00)00284-3
http://dx.doi.org/10.1016/S0304-4017(00)00284-3
http://dx.doi.org/10.1016/S0304-4017(00)00284-3
http://dx.doi.org/10.1186/1475-9292-3-3
http://dx.doi.org/10.1186/1475-9292-3-3
http://dx.doi.org/10.1186/1475-9292-3-3
http://dx.doi.org/10.1186/1475-9292-3-3
http://dx.doi.org/10.1007/s00436-004-1267-5
http://dx.doi.org/10.1007/s00436-004-1267-5
http://dx.doi.org/10.1007/s00436-004-1267-5
http://dx.doi.org/10.1007/s00436-004-1267-5
http://dx.doi.org/10.2307/2529310
http://dx.doi.org/10.2307/2529310
http://journals.tubitak.gov.tr/veterinary/issues/vet-10-34-6/vet-34-6-5-0806-22.pdf
http://journals.tubitak.gov.tr/veterinary/issues/vet-10-34-6/vet-34-6-5-0806-22.pdf
http://journals.tubitak.gov.tr/veterinary/issues/vet-10-34-6/vet-34-6-5-0806-22.pdf
http://journals.tubitak.gov.tr/veterinary/issues/vet-10-34-6/vet-34-6-5-0806-22.pdf
http://dx.doi.org/10.1016/S0304-4017(01)00539-8
http://dx.doi.org/10.1016/S0304-4017(01)00539-8
http://dx.doi.org/10.1016/S0304-4017(01)00539-8
http://dx.doi.org/10.1016/S0304-4017(02)00270-4
http://dx.doi.org/10.1016/S0304-4017(02)00270-4
http://dx.doi.org/10.1016/S0304-4017(02)00270-4
http://dx.doi.org/10.1016/S0147-9571(98)00002-2
http://dx.doi.org/10.1016/S0147-9571(98)00002-2
http://dx.doi.org/10.1016/S0147-9571(98)00002-2
http://dx.doi.org/10.1016/S0147-9571(98)00002-2
http://dx.doi.org/10.1016/S0147-9571(98)00002-2
http://dx.doi.org/10.1016/j.vetpar.2003.12.007
http://dx.doi.org/10.1016/j.vetpar.2003.12.007
http://dx.doi.org/10.1016/j.vetpar.2003.12.007
http://dx.doi.org/10.1016/0020-7519(92)90047-O
http://dx.doi.org/10.1016/0020-7519(92)90047-O
http://dx.doi.org/10.1016/0020-7519(92)90047-O
http://dx.doi.org/10.1016/S0001-706X(01)00211-X
http://dx.doi.org/10.1016/S0001-706X(01)00211-X
http://dx.doi.org/10.1016/S0001-706X(01)00211-X
http://dx.doi.org/10.1016/S0001-706X(01)00211-X
http://dx.doi.org/10.1016/S0001-706X(01)00211-X
http://dx.doi.org/10.1186/s13071-015-1002-3
http://dx.doi.org/10.1186/s13071-015-1002-3
http://dx.doi.org/10.1186/s13071-015-1002-3
http://dx.doi.org/10.1186/s13071-015-1002-3
http://dx.doi.org/10.1186/s13071-015-1002-3
http://dx.doi.org/10.1016/j.vetpar.2005.05.001
http://dx.doi.org/10.1016/j.vetpar.2005.05.001
http://dx.doi.org/10.1016/j.vetpar.2005.05.001
http://dx.doi.org/10.1016/j.vetpar.2005.05.001
http://dx.doi.org/10.1016/j.actatropica.2014.06.003
http://dx.doi.org/10.1016/j.actatropica.2014.06.003
http://dx.doi.org/10.1016/j.actatropica.2014.06.003
http://dx.doi.org/10.1016/j.actatropica.2014.06.003
http://dx.doi.org/10.1007/s11250-010-9615-1
http://dx.doi.org/10.1007/s11250-010-9615-1
http://dx.doi.org/10.1007/s11250-010-9615-1
http://dx.doi.org/10.1007/s11250-010-9615-1

